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Figure S1: Composition of core gut (stool) microbiota in healthy individuals from 12 different geographical countries/populations
DNA extraction methods: ML-Mechanical Lysis; EL-Enzymatic Lysis; NA-Information not available; Red color digits: Reference number from the main text of
manuscript; Number in parenthesis: Number of individuals used in respective study; Data provided in Table S1; all are fecal samples



